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In similar microbial environments, isolated populations and individuals
within them maintain a unique diversity of gut microbiota. This diversity is characterized by the
number and evenness of constituent bacterial species, as well as phylogenetic differences
(relatedness and unrelatedness).

In the intestines of mice with a normal microbiota, Enterohemorrhagic Escherichia coli (EHEC) 0157
temporarily resides but is quickly expelled. The invasion of EHEC Into the gut alters the diversity
of the gut microbiota. It is suggested that low-resilience microbiota, which exhibit rapid changes

in diversity, and the presence of specific bacterial groups, may enhance the infectivity of EHEC in
the intestines.
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Shiga toxin; Stx

enterohemorrhagic
Escherichia coli; EHEC 0157:H7  stx-1 Sstx-2 GPU995
GPU995 EHEC 0157:H7 1996 GPU96MM  Stx-1 Stx-
2 Stx-1 Stx-2
Stx-1 Stx-2
GPU995
GPU995  Stx-1 Stx-2 ELISA
GPU995 HelLa
10% GPU995 50 p g/ml
20 p g/ml LB 37
MilliQ 600 nm
10® cfu/mL LB
GPU995 9-10
15 25 mg/kg
10° cfu/kg 10 mL/kg
EHEC 0157 1.5 mL
4
DNA/RNA Shield -20
EHEC 0157
10 PBS
10pL 20 pg/ml 0.1 p g/ml
50 p g/ml 20 u g/ml
37 18~20
0157
1 g EHEC 0157
16S rRNA
DNA DNA/RNA Shield -20 QlAamp Fast DNA Stool
Mini Kit QIAGEN
16S rRNA V6 V6
5 -MWACGCGARGAACCTTAC-3’ 5 -ACAACACGAGCTGACGAC-3
5 -CCATCTCATCCCTGCGTGTCTCCGACTCAG-3
13~15
PCR KOD-Plus-Neo (TOYOBO) MiniAmp
Thermo Fisher 94° C 2 98° C 10
68° C 6 30 PCR 1.5%
Wizard SV Gen PCRClean-Up System (Promega)
Agilent 2100 Bioanalyzerd PCR
lon OneTouch 2, lon OneTouch ES, lon Proton
16S
lonReporter 5.x Thermo Fisher workflow

Primer(s) Detected Value Single end
Read Length Filter Value 78

Minimum Alignment Coverage Value 90.0
Read Abundance Filter Value 10

Genus Cutoff Value 97.0

Species Cutoff Value 99.0



Slash ID Reporting Percentage Value 0.2
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