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Recent studies have found that gut microbiome contributes to the
pathogenesis of various diseases including PDAC. The outcome of patients with PDAC is associated
with their tumor microbiome. However, how the gastrointestinal microbiome involved in pancreatic
microbiome remains poorly understood. In this study, we investigated the microbiome alteration in
PDAC. We performed 16SrRNA gene sequencing to analyze bacterial profiles. The duodenal microbiome of

PDAC patients differed from that of controls. There was evidence of enrichment of periodontal
disease-associated bacteria in the duodenal microbiome in patients with PDAC compared to controls.
In addition, microbiome analysis using pancreatic tissue suggested that the microbiome may differ
between cancerous and normal areas.
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