2020 2021

Exploring Mitochondrial epigenomic modifications in aging

Matsuda, Shigeru
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Mitochondrial DNA (mtDNA), the unique genome of mitochondria, is a key issue
in aging, as its mutation is strongly correlated with age-related decline in individual function,
and elucidation of the molecular mechanism of mtDNA mutation is important for the control of aging.

Among the mtDNA transcription-replication related proteins, an increase in mitochondrial
transcription elongation factor (TEFM) was observed in organs of super-aged mice (24-month-old).
Met-tRNA and other tRNAs were significantly decreased in all organs (liver, kidney and heart). It
was suggested that age-related disruption of the mtDNA transcription-translation machinery may
inhibit the supply of sufficient modified tRNA and contribute to the age-related decline in
mitochondrial function.
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