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ChlP-seq was performed on the geneticallK engineered cell lines and
integrated with RNA-seq data from Evil knockout cell lines and ChlP-seq data from
Evil-overexpressing mouse leukemia cells to obtain candidate genes involved in maintaining
undifferentiated HSCs in cooperation with Evil. Of these, overexpression of Gfil in HSCs from mice
lacking Evil restored colony-forming ability. In addition, overexpression of Gfil rescued Evil
deletion using a competitive transplantation system in mice. These findings suggest that Gfil is a
downstream target of Evil in normal hematopoietic models and may cooperate with Evil to maintain

stemness.
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