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Model-based dose-finding methods that assume a statistical model for
dose-efficacy relationships of molecular-targeted agents in oncology Phase I clinical trial have
been challenged by the selection of appropriate statistical models from limited information. To
address this issue of model misspecification, we incorporate Bayesian model averaging into the
existing model-based dose-finding method and expand it to generate model calibration methods that
account for model uncertainty in the dose-efficacy relationship of molecular-targeted agents. We
conducted computer simulation studies assuming various dose-efficacy relationships for
molecular-targeted agents to compare the performance of the proposed methods with that of existing
dose-finding methods. Based on these simulation study results, the Broposed dose-finding method
showed performance comparable to or better than the existing model-based dose-finding method and was

found to be robust against uncertainty in model selection.
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Model calibration approaches for model uncertainty of dose-efficacy relationship in phase I trials for monotherapy of
molecularly targeted agents.

2022 WNAR/IMS/JR Annual Meeting

2022




