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E mergent effects of landscape heterogeneity on life history variation and
population stability
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The processes that generate and maintain life history variation is
fundamentally important for long-term persistence of populations and species, and sustainable
resource management and conservation. In this project, we aimed to test the emergent effects of
landscape heterogeneities (i.e., ecosystem linkages and habitat connectivity) on variation in
life-history and population stability of west brook trout (Salvelinus fontinalis) in a river network

of western Massachusetts, USA. To do this, we constructed the reference genome of the brook trout
studies and developed an analytical pipeline to conduct high-resolution pedigree analysis. At
present, we are conducting analyses that integrate molecular data and life-history data.
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Single Nucleotide Polymorphisms: SNP
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Causes and consequences of life-history variation in wild populations: relating individual fitness to population dynamics
and local adaptation using a pedigree analysis
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