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Overseas joint research to develop the base of Paleoproteomics

Oota, Hiroki
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A proteome analysis was conducted on the Homo fossil Penghu 1, excavated
from the seabed of the Penghu Channel. The morphological analysis of this fossil was handled by
Kaifu (co-investigator), and Oota (principal investigator) and his team attempted to extract DNA but

were unsuccessful. Tsutaya (co-investigator) and Sawafuji (co-investigator) extracted proteins from
the mandible of Penghu 1 and compared the amino acid sequences with those of the Denisovans,
confirming a high degree of similarity. This finding strongly supports the possibility that Penghu 1
is a Denisovan-type archaic human. Given the high temperature and humidity in Southeast and East
Asia, which make the preservation of ancient DNA challenging, this study demonstrates the value of
ancient proteome analysis in elucidating the complex evolutionary history of hominins in Asia.
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