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From fiscal year 2020 to 2022, we developed the mlstverse-web system for
real-time species identification using MinION sequencer. In fiscal year 2023, with the cooperation
of Vice-Dean Karunawati, we installed the MinlON and the developed mlstverse-web system to the
University of Indonesia. The next-generation sequencing analysis was performed using nine NTM
culture samples obtained in Indonesia that could not be identified by conventional tests. As a
result, five cases of M. abscessus subsp. abscessus, one case of M. colombiense, and one case of M.
farcinogenes were identified. For two cases, the scores for any species were low, suggesting the
possibility of new species, highlighting the importance of accurate species identification In
Indonesia.
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