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WFEE R R OB (J3T) : Over the past 25 years, our research work focused on elucidating
comprehensively the structure and molecular/physiological functions of the proteasome, a 2.5-MDa
sophisticated multisubunit protease complex. During this program, we have studied spatio-temporal
dynamics and action mechanisms such as nuclear translocation and identification of ubiquitin receptors,
in-depth mechanisms underling proteasome assembly by identifying as multiple proteasome-dedicated
chaperones, and the immunological roles of the newly-discovered thymoproteasome that govern positive
selection of CD8+ T cells in the thymus. In addition, we also conducted not only ubiquitin study; i.e.,
quality-control of mitochondria by the PINK1/Parkin pathway, but also autophagy study involving a
novel Nrf2-dependent stress-regulated system by p62, an autophagy selective substrate.
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