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Endocytosis performs a wide range of functions in animals and plants. Clathrin-coated vesicle (CCV)
formation is an initial step of endocytosis, and in animal cells is largely achieved by dynamins. However,
little is known of its molecular mechanisms in plant cells. To identify dynamin-related proteins (DRPs)
involved in endocytic CCV formation in plant cells, we compared the behaviors of two structurally
different Arabidopsis DRPs, DRP2B and DRP1A. DRP2B and DRPIA colocalized and
assembled/disassembled together at the plasma membrane in Arabidopsis cells. DRP2B and DRP1A
participate together in endocytic CCV formation in Arabidopsis cells despite the difference of their
molecular properties.
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Fig.1. Schematic of the proposed roles of DRP2B,
DRPI1A, and clathrin in endocytic vesicle formation
in Arabidopsis. These schematics represent the
putative process of endocytic vesicle formation
in Arabidopsis. The light-blue background represents
the cytosol. Black and red lines represent the plasma
membrane and the clathrin coat, respectively. Orange
and dark-blue dots represent DRP1 and DRP2 proteins,
respectively. The behaviors of DRP2, DRPI, and
clathrin are depicted on the basis of the results from
our time-lapse VIAFM analysis.
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