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In order to elucidate the multi-molecular reaction mechanism of transamidosome in the indirect
synthetic pathway of aminoacyl tRNA (GIn-tRNA®", Asn-tRNA™™), we over-expressed, purified 6
components of 2 transamidosomes from S. aureus and P. aeruginosa, respectively, and formed 2
transamidosomes in vitro. We succeeded in the structural analysis of Asn-tRNA*" transamidosomes of P
aeruginosa. The structure of Asn-tRNA™" transamidosomes consisted of tRNA™", ND-AspRS and
GatCAB with a rate of 2:2:2, according with the result of the biochemistry experiment. The structure
shown that acceptor stem of tRNA™" was located in the active site of ND-AspRS, representing a
tRNA-binding situation before aminoacylation (mischarge) of the tRNA™™. After the aminoacylation,
the acceptor stem of tRNA*™ flipped toward the active site of GatCAB for transamidation.
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