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WFZERL RO (J€30) : Functional genomics analyses were performed to elucidate the
mechanisms regulating seasonal reproduction in fish. Reproductive brain functions were
compared among three types: annual breeder (zebrafish Danio rerio), long-day breeder
(medaka Oryzias latipes), and short-day breeder (ayu Plecoglossu altivelis and masu
salmon Oncorhynchus masou masou).
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