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WFEE R OBEE (J32) : Gene silencing through transcriptional repression can be induced by targeting
double-stranded RNA (dsRNA) to a gene promoter. We show that heritable gene silencing can be
induced by targeting dsRNA to the endogenous gene promoters in petunia and tomato plants, using the
Cucumber mosaic virus (CMV)-based vector. This CMV-based gene silencing system provides a useful
tool to artificially modify DNA methylation in plant genomes and elucidate the mechanism for

epigenetic controls.
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