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T, PPARa 23 miR-21 & miR-27b {2 X > T, £ L CARNT A miR-24 IZ X~ THlEI STV B Z
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WHZER R OMEEL (J£3C) : We found that the expression of HNF4 «, PPAR @, and ARNT in human
liver is regulated by miRNAs. The miRNA-dependent regulation of these transcription
factors affects the expression of their downstream genes, being a crucial factor of
interindividual variability of drug metabolism, bile acid synthesis, lipid metabolism,
detoxification of xenobiotics, and response to stimuli.
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