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Te T OMEE (F230) : There is a possibility that rhabdomyolysis related to drug can be caused by
genetic background. We analyzed potential rhabdomyolysis-susceptibility genes in autopsy cases of drug
poisoning such as methamphetamine. Some mutations were found, then, using algorithms analysis,
several mutation were considered potentially to impact on protein function. These results reveal the
possibility that the onset of rhabdomyolysis is associated with both the mutation in the
rhabdomyolysis-susceptibility gene and the concentration of methamphetamine or the hyperthermia
induced by methamphetamine. A lot more autopsy cases of rhabdomyolysis were required and
investigation of other rhabdomyolysis-susceptibility genes helps to clear association between
rhabdomyolysis and genetic background.
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Table 1 The descriptions of examined cases of
methamphetamine poisoning

Case Gender Cause of death Concentration of

No. MA (umol/100ml)
Blood Urine

1 M Intoxication 53.63 693.2

2 M Intoxication NT 11.12

3 M Drowning NT NT

4 F Hypoglycemia 0.088 8.61

5 M Heat disorder 0.45 38.91

6 M Drowning 3.03 577

7 M Bleeding 0.46 182

8 M Bleeding 0.36 NT

9 M Bleeding 0.51 51

10 M Intoxication 2.02 48.4

11 M Intoxication 0.80 311

12 M Acute circulatory 0.20 14.01
failure

13 M Subarachnoid 0.59 1.76
bleeding

14 M Bleeding 1.33 52.85

15 F Diabetic 0.03 0.845
ketoacidosis

16 M Posttraumatic 6.06 137.1
shock

17 M Bleeding 0.378 1.848

18 M Intoxication 0.503 11.3

NT; not tested
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Table 2 The results of immunohistochemical

staining

Case Myoglobin 8-OH-dG

No

G P D G P D

\Y + + + + + +
1 - + + - + +
2 - + * - + +
3 — + + + + +
4 - - - — + +
5 - - - - + +
6 - - - + + +
7 - + + + + +
8 - + * - + +
9 - + + — + +
10 - + + — — —
11 - + + — + +
12 - + + — + +
13 - + + — — —
14 - - - - + +
15 - - - - + +
16 - - - - + +
17 - + + - + +
18 - - — - -

G; glomerulus, P; proximal tubule D; distal
tubule, +; positive, —; negative V; An autopsy
case related to vegetamin
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Table 3 SIFT and Polyphen-2 results for amino
acid substitutions identified in MA abusers

Gene SNP AA SIFT  SIFT Polyphen  Polyphen
subst. score  pre- 2 2

diction  score pre-

diction

RYRI 1964G>A  A612T 0.00 AF 1.000 PRB
12891C>T  A4295V  0.50 T 0.792 POS

CPTII 1055T>G F352C 0.00 AF 0.999 PRB
1102G>A V3681 1.00 T 0.000 B
1634A>C E545A 0.08 T 1.000 PRB
1939A>G M647V 0.04 AF 0.001 B
VLCAD 128G>A G43D 0.63 T 0.002 B
CYP2D6  232C>T H48Y 1.00 T 0.001 B
1121G>A  R344Q 0.68 T 0.017 B

Abbreviations: AA, amino acid; AF, affect protein function; T,
tolerant; PRB, probably damaging; POS, possibly damaging;
B, benign.
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