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Social anthropological study for genotypes of oral Candida albicans from healthy peo
ple in Central Asia

Tanaka, Reiko

14,600,000 4,380,000

genotype D

Candida albicans are known to be one of normal oral resident microorganisms. We de
veloped some tools for discrimination of C. albicans . We aim to know the relation between race and their
genotypes of C. albicans. In old literature, Japanese people were originated from Central Asia (Mongolian)
. The Silk Road (from the ancient the Roman Empire to Japan through Turkey and Xinjiang) is very interesti
ng(;gute)of people moving. We surveyed their genotypes in Japan, Xinjiang (Turpan, Ili, Kashgar) and Turke
y ana) -

The genotype common to all was found in comparison of the genotype for every area. Moreover, although char
acteristic main genotypes were found in every area, there was nothing in Kashgar. This result showed that

genotypes were very various in Kashgar. In Adana (Turkey), the frequency of genotype D was very high, and

the feature of this area was shown. As mentioned above, the feature peculiar to the area was able to be fo
und out by comparison of the genotype.
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