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I3 1F 2 Uml 8RR (B bHT LV Ubiquitin £ & X7 BHEMR) 12DV TR
BN 21T o 72, Ufml KON Ufcl (Ufm-conjugating E2-like enzyme) FEE ¥ o /7 B %A HiE
& U THERE L7281 Ufel HUA, 5L Ufml HUEZ2 WV TIMN @ Ufml 38 K OV Ufel & v 287 B DIFAE,
MR T omEcB T2 R/E, 7y MIRRICB T2 RBESMAERA OGN Lz, £, T v MY
REEZANZ VT, #RSHIIPA O Ufel-IR B8 X O Ufml-1IR DA A S Lz, & s
FEAIE N C Urml ALEff 2 5% 1T 5 FHE O FIE 2 3472,
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Ufml (Ubiquitin—fold modifier 1) is a most recently identified ubiquitination-1like
protein modification tag. Using anti-Ufcl (Ufm—conjugating E2-1ike enzyme) and anti-Ufml
antibodies that were produced by us, localization of Ufcl and Ufml in the brain and
cultures neurons was identified. The substrate proteins that receive Ufml-modification

were surveyed in the brain.
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Ubiquitin—fold modifier UEAIFR (Urml{EAG
F) 1X2004F TR SN/ BT L
Ubiquitin ERERfR T, # LWEHTIZIZE AL
LR EN TV 72 GRE T HUml R OHF
RHREITE DO TCRENTH D), ¥V HE
UrmH{b DO ABEREICBE L, A— 7 7 U —

I T AR, Z N B AEH

EOBEMIIRIR SN TWA R, BiRMeT
— X IIBIEE TITHE SN TWARD oo, B
JeBHIARE, E1EEEESR Cd HUbab, B2EERESRE T
B HUfcl, BiUfml (k%35 CT& HULSP1, UFSP2

(Ufml-specific protease) IXFIESNTW
720, BE3EREHBII R Do TWehol-,
72, RELRIEShTWARhoT-, HEED



X, 7y MU T RAZIBEEE (postsynaptic
density, PSD) HjH|{ZUfcl (Ufm—conjugating
E2-like enzyme) mRNAZ[E/EL, T v hD
UfclcDNA (AB186051,2004) % 7 m—=2 7L
722t mZonT e LT, MBI AUmlESf
RO EBIGT 5 Z LT LT,
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KM RZE cDNA library X 9 Ufcl, Ufml O
full-length cDNA DV 0 —=2 7 %1T > 77,
TIH D GST B ERBLY N7 & R
L Cig % &7, viikixEnenossz H
WTCT 7 4 =7 4 R U CEBRICHW,
Ufml i 2523 5 % o 7 B OBHRITE T,
1 Ufml Hifk % iV 7= Western  blotting V%
ZHAWTIT o7z, Ufml {LIEAGF DR EIL, CosT
Moz W= 2 o X ERBEREH W=, D
F 1, Cos7 Ml1IZ Ufml {LAERT S 2 ekl #
VXY & % Flag-His-Ufml-HA, Ufcl, Ubab
Lyl HRBlsE, Mla T A E— DX
YR E ORIz, Ufml Ak (EERIZE
Flag-His-Ufml fk) =72 L OB H DN E
&, PLFlag Piik7s &% FH\ 7= Western
blotting CHEILEEIEIZ KV RAE L=, &
R DRIEITIL LC/MS/MS & A,
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(2) Western blotting 12T, MAN® Ufcl #
VRO LI TR T D RLE
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(4) Z > 237 '8 Ufml Ak % GiEB 9~ 2 13 SLEE MR
FREFHELTT v MK KO HEK293 fipaH
DOWIENE Ufml b & v 37 B O %t Ufml
PR % U 7= Western blotting 38 K OV
EBEE O TRA, YW, FEFIMETHD
2, FEFRRA L BT 66 kD N2 KRR 8%
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FERMEIIEF I TH D LHET DI
B o7, 66kDa ¥ 87 BHIZE LTI, 1F
MBI R E AW & 78 Ufnl
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Ufml % Western blotting JE THIHH L=
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Western blotting {ETIXIEFICHEETH 2D
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Ufml {LESE DA E 2 il 7z, 2 F o Ufml
fEtr A 23274 (CDK5RAP3 [CDK5
regulatory subunit—associated protein
3], PRKAB1 [5’ —AMP-activated protein
kinase subunit beta—1]), 4FE®D Ufcl #&
& % /37 E (CDK5RAP3, Gsted
[glutathion S—transferase, C—terminal
domain containing], MEF2C
[myocyte—specific enhancer factor 2CJ,
VHL [Von Hippel-Lindau disease tumor
suppressor]) T Vo-His # 7 & T =@t &
K 78 L Flag-Ufml, Uba5 (E1 enzyme),
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{b &7z Ufel iz s 59—, 25 kDa @
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thioredoxin, RPL26L1 (ribosomal protein
1.26-1ike 1), Q6DRA9, histone H4 7Mgf
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V5-His # 7 &1} 7= 1 & Flag-Ufml,
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fifi O FIREME & fFt L7, Vo-His ¥ 7 & fF1F 7
histone H2A, H2B, H3, H4 % Flag-Ufml, Ubab,
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7o BitE=y hm—s1 & LT HA—ubiquitin
bR I, FOHRE, histone H24,
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Bi 4% BiE % P Flag PUiRk CTHRETLRE, Ni-NTA
51T L THERELL Western blot THEENTI 5 &,
Flag-His-Ufml-Ufcl &N REHBH LT, =
DOAIZ I immunoreactive band (TfEH S 7
Mmole, ZOZ End, X7 'E Ufnl 1k
B, —fixs 7 EofMiast izl b
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