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Nrf2 and Maf transcription factors form hetero dimmer and mediate the induction of phase
II detoxifying enzymes in response to oxidative stress. We determined the crystal structure
of Maf dimmer in complex with its cognate DNA and revealed the unique DNA recognition
mechanism by Maf. We also determined the 3D structure of Keapl, a negative regulator of
Nrf2 transcription factor in response to oxidative stress, by using single particle electron
microscopy. Keapl consists of two large spheres connected by stem region. In addition we
found that p62, a selective autophagy substrate, competitively binds to Keapl and
activates Nrf2. Crystal structure of p62-Keapl complex has been solved and showed that
p62 competitively binds to Nrf2 binding pocket of Keapl.
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