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An endosperm mutant flo2 is represented by reduced production of seed storage starch and
storage proteins, and results in small chalky gains. This suggests that the gene responsible
to this mutation encodes a regulatory gene, which may globally control the biosynthesis of
storage substances. We isolated the gene responsible to the flo2 mutation by a map-based
cloning method. This gene, named FLOZ, contained a TPR motif, in which a point mutation
occurred in the mutant gene. The wild-type FLO2 gene completely restored the phenotype
of the flo2 mutation, indicating that this gene was the gene responsible to the flo2 mutation.
The expression of FLOZ2 gene was detected in leaves and immature seeds. We found that
the FLO2 protein interacted with a bHLH transcription factor and a LEA protein,
suggesting that this protein may be involved in regulation of the gene expression for
production of the storage substances. Overexpression of the FLOZ2 gene indicated
overexpression of the genes for storage proteins and storage starch, resulting in
enlargement of the grain size.
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