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Transcriptome coexpression analysis based on correlation coefficients database
developed independently showed that the expression patterns of genes in flavonoid
(-glycoside biosynthetic pathway are correlated with genes encoding chalcone
synthase and chalcone isomerase and suggests some genes as candidates involved in
flavonoid C(-glycoside biosynthesis. By flavonoid analyses using several rice organs,
29 flavonoid-related peaks were detected and the structures of 11 peaks were supposed
Additional flavonoid related peaks were detected in some rice FOX lines. The functions
of candidate genes were assayed by measurement of enzymatic activity using
recombinant proteins and overexpression in Arabidopsis in addition to molecular
genetic analysis.
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