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It has been considered that Japanese were formed by amalgamation of aboriginal Jom
on (hunting-gathering) people and later-emigrating Yayoi (wet-rice-farming) people. The Yayoi people emig
rated to areas around northern Kyushu in the Japanese archipelago about 3,000 to 2,500 years ago from the
continent through the Korean peninsula. They carried advanced cultures (wet-rice-cropping techniques, meta
Ilic equipments and others) of the continent. Before long, they had become overwhelming the Jomon people.
Furthermore, advancing east on the archipelago, they erected the Yamato Imperial court in Kinai in the lat
e third century. Then, how much have genes of the Jomon people remained in the present-day Japanese? Have
they remained more in mountain areas and north-east parts of the archipelago? Using polymorphisms of the m
aternally-inherited mitochondrial DNA, we established a basic theory to answer these questions, and disclo
sed for the first time these answers.
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