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Do, EORTHEFIIARATH D, AW T, BERE two-hybrid ¥ HWVWTC, HOP E2AT %
DIDREELZ/eole, A7V —=2 T OfR, UWMEEZSGS THEME LTHRE L, 72
MTH, ATPase Na/K B1 V7= NMIMILEERLERDOEE RS 737 Na/K ATPase OH 7
2= N TLHIEDOR A A AL ABFHINEAD X 37 L2 D, HOP ISR 50 Y &
TV T « DARERIED/INRAY = A AT D2 L1, FTLWVDLDALIEE~DOE M2 5 25
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WFZe Rk B OB (9832) @ HOP (Homeodomain—-Only Protein) is a unique transcriptional
regulator, which lacks DNA binding capacity but functions as the repressor of SRF—induced
transcription. To identify the key molecule which could account for the functional
consequences triggered by the HOP missense mutation identified previously in the patients
with familial dilated cardiomyopathy, protein partner of HOP was screened using yeast
2-hybrid system in this study. Here I could identify 14 proteins which can bind with HOP.
Identification of the molecular pathway linking with HOP will lead to the development
of the novel therapeutic approach for heart failure.
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