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We performed basic research for three years (FY2009-2011) and achieved a success to
generate SCA31 model mice. We introduced a BAC (bacterial artificial chromosome)
clone, derived from a SCA31 affected individual, into mice fertilized eggs. We obtained
9 lines positive for the gene of interest. Four different lines were finally established.
The SCA31 mutation was confirmed transcribed in the transgenic mice. These
achievements are crucial for the future understanding of pathogenesis as well as
establishment of treatments in SCA31.
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