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Development of novel identification methods of SNPs responsible

for minor H antigens and open public internet software tool.
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WFFER R OB (3£32) : Minor histocompatibility antigens (H) are polymorphic proteins
targeted by donor immune cells to cure hematological malignancies following
allogeneic hematopoietic cell transplantation. This immune response utilizes rejection
reaction due to genetic disparities between individuals. In this study, we developed a
software that can efficiently identify single nucleotide polymorphisms (SNPs)
responsible for generation of minor H antigens among large number of SNPs and have
made the software available via internet as researcher-friendly interactive manners.
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HapMap SNP Scanner

An on-line tool for the genetic mapping of candidate SNPs in association with the particular phenotype of HapMap B-LCL
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