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WFZERC R OMEEE (330) : We investigated liver biopsy samples and bile samples in clinical

liver transplant, applying molecular biological techniques. We found that biomarkers
which were associated with acute cellular rejection after liver transplant in the two
different OMICS levels; DNA microarray and proteomic analyses. We then established the

non—invasive method for diagnosing acute cellular rejection in liver transplant

recipients.
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