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WFZER R O EL (330) : In clear cell renal cell carcinoma (CCRCC) patients, MTHFR and
RASSF1A genotypes and haplotypes might be useful as prognostic factors. Furthermore,
these findings might contribute to the understanding of the mechanisms underlying

CCRCC progression. We have found copy number variations that are potentially involved
in the risk of CCRCC development.
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