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WFFER R OMEEL (F530) : Based on the protein plug theory, we have developed a new therapy
of endoscopic biliary drainage (EBD) for patients with persistent or exacerbated symptoms
of pancreaticobiliary maljunction. The mechanism of carcinogenesis of pancreaticobiliary
maljunction remains unknown. Microarray analysis and Real-time PCR identified 5
upregulatedgenes and one downregulated gene, including UCA1, DUOX2, DUOXAZ2, ID1,
BMF, and GP2. UCA1, a noncoding RNA, is an oncofetal gene, and its upregulation may be
important for biliary carcinogenesis.
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