BExXc—19

FIZHREBHER REHREHDE) HARAREBES
PRk 24 4 4 29 HIE

HEES - 17301

BiRiER - EBBR (C)

RZEEARE - 2009~2011

AREES 1 21592602

MEREL (F1X) DGGE EZFZ AL =REMORRRORELE G5O 70— 3 OFEEFENT

THZeEERE4 (FE ) Exhaustive analysis using DGGE method for oral flora causing the
infective endocarditis
MEREKE
mO X@AEZE (NISHIGUCHI MIYUKI)
RIBKE - KEREDW () FHREMRE - BIE
MEEHES : 10253676

WFZERR OB (F130) : T E D RNENTORKOFIRE TH 5 AL > FERE Z /9 & LT Rod
shape—determining protein {5 (rodd) D%FEMIZIS72 DGGE EA2MENT LTz, ZAUIZHE
DE, MER A IR L U R & OMRERIIAT 21T o 7o, ERRIERBAMEONRER 25 S 2 LIE
RO AL PR & 16S vRNA BAR 0 L EFE A HEE . $FIC Streptococcus mutans & [FIE &
NEHEKDT ) AINAD RT 7 by —7 T AERE L BT —F _—2 FIZEREN TV
TN = AL DR AT DR R B 2R IR IR F ORRE 21T o o, L ERE LA
SO AR HIET D720, OBk, dEREERE, BREREZFHA L, N OmE
WaEmiEE LA hbtd TiTo7z,
eI OBEE (353C) : We established DGGE method based on the variety of the Rod
shape-determining protein gene (rodA) as a target the oral streptococcus which was the
maximal bacterial species in the oral cavity causing infective endocarditis(IE). Based on
this, we performed exhaustive analysis of the bacterial flora as saliva specimen. Also, we
estimated bacterial strain from an examination for biochemical property and a 16S rRNA
gene of the strain from a patient who has contracted IE. We determined a draft sequence of
the genomic DNA of strain identified with Streptococcus mutans and performed
comparison between genomic sequence that was already presented on a database. then, we
reviewed the pathogenesis factor that was specific for IE. We made the study of bacterial
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investigation of infecting organism for opportunistic infections by using an examination for
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