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FZERR S OBEE (F530) : We used "quenching phenomenon " that a fluorescence degree decreased
when a QProbe hybridize to a target gene, the fluorescence is quenched via the interaction between the
dye and guanine base, and the detection typed SNP by the possible QP(Quenching Probe/Primer)
method at the same time of the plural gene and examined the blood genotyping method .

Furthermore, we tried ABO blood group genotyping and sex determination , ABO blood group
genotyping and Rh-D and RH-type blood genotyping by multiplex PCR and established those laboratory
procedure.
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ABO703 Forward primer 015 M
ABO703 Reverse primer 050 u M
ABO703 Qprobe . 020u M
ABO796 Forward primer 0601 M
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Uracil-DNA-Glycosylase,
heat labile 0.01U/pl
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18ul
DNA Sample 2ul
Total 201

@ TAuS = UmEAaREE L U PR

E

PERPHIE D= D X« Y ¥R T T A ~—
BLOX - Y F A Qprobe ZERLL 72, 72
B, XY ENEh 2 D Qprobe (ZOW»
TIIRIFIZZ A B 7 TE D E O IT®mtk
RaZEzx EHLE (¥2),

AMELX 301 : aaga
AMELY 262 : 0

tgtigattct tatcocaga G- -gil tolcaagleg loclgs

AMELX 355 : acagticota ceace
AMELY 312 : acagticcta coatcag,

AMELX 415 @ teccageage cloccgootg go
AMELY 382 : ctecageace cloctgootg ac

taaat atggecgtan
clanat atggetgtan

AMELX 590
AMELY 554

AMELX 650 : crettgetig cotolgotga antattagtg actangigol atagg:
AMELY 554 :

XUsi—2

2 HERPHEDZ SO XY HROT T4 ~—B LW
Qprobe DF%FHEAL

F7-. PCR SRR OML & 3 2 12”7,




% 2 PERIHIE D729 D PCR RS ERHE DAELAL

LigtCycler480 Genoty(ping I\/I)aster 1X
Roche

X RE L) Forward primer 0.30uM
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Uracil-DNA-Glycosylase,

heat labile 0.01U/ 2 1
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Total 20l
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ABO261 Reverse primer 050 M
ABO261 Qprobe 020 M
ABO703Forward primer 015u M
ABO703 Reverse primer 050 M
ABO703 Qprobe 020 M
RhD Forward primer 015u M
RhD Reverse primer 020 M
RhD Qprobe 010 M
Uracil-DNA-Glycosylase,

heat labile 0.01U/ 12 1
Reference Dye 0.05u M
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ABO261 Forward primer 015 M
ABO261 Reverse primer 0.50u M
ABO261 Qprobe 0.20uM
ABO796Forward primer 0.20u M
ABO796 Reverse primer 0.50u M
ABO796 Qprobe 0.0825 1 M
XY Forward primer 0.15u M
XY Reverse primer 0.50u M
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revers primer * catgctgatcttectttegg
Rh-e forward primer * tggccacgtgteaactctg
revers primer * catgcetgatcttectttggg
Rh-D forward primer tgagaggcatcettectte
revers primer accaactgcgecaagt
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