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Development of the auxin inducible degron system for the study of cultured cells and
animals.
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WIEER R OME (3£30) : We have successfully transplanted a plant specific degradation
pathway, that is controlled by the plant hormone auxin, to non-plant cells. This new
technology, termed the auxin-inducible degron (AID) system, allows us to deplete a protein
of interest in an auxin dependent manner. We showed that AID works in budding and
fission yeasts, as well as in chicken DT40, mouse and human cells, and the results were
published. We also applied the AID technology for the characterization of proteins in
budding yeast and the results were published. Moreover, we successfully made an
improved version of AID and applied for a patent.
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