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To elucidate anthropological significance of genetic variation for blood lipid
level in humans, over 20,000 individuals from 5 Asian and Oceanian groups were
investigated for common and rare variants of lipid associated genes. 1) Effects of FADS
(fatty acid desaturase) gene variants on blood lipid level were dramatically varied
between Mongolians and Japanese. Differences in dietary intake of unsaturated fatty acid
would explain the variation in phenotypic effects of the FADS gene variants. 2)
Anti-hypertriglyceridemic MLXIPL Gln241His variant was found with high frequencies in
central Asians who can be traced back to nomadic pastoralists. Gln241His variant might
have been significant for utilization of carbohydrates and fats in nomadic pastoralists.
3) Resequencing of Scavenger receptor class B gene family revealed excess of rare variants
among Thai individuals. This suggested a possible link between genetic variation of
lipid metabolism and malaria resistance. 4) Additionally, the present study showed that
in an association study of blood lipid level, adjustment for visceral fat accumulation

can improve sensitivity of detecting effects of genetic variants.
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