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WFFER SR OMEEE (J£3C) : Genome mining is an innovative approach to isolating novel natural
products by utilizing the genome data of bacteria, fungi, and plants. We characterized
novel type I and type III polyketide synthases by genome mining studies of Streptomyces,
Aspergillus, and Oryza sativa. We manipulated polyketide biosynthesis to generate
libraries of “unnatural” natural products by microorganisms.
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