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WFZERR OB ZE (J£32) : Anew method for generating polypeptide conformations has been developed
for studying structural characteristics of unfolded proteins. Those of proteins in high-concentration
denaturant solution were analyzed by comparing predictions from this method with results from solution
X-ray scattering measurement. Analysis of the dependence of mean square radius on the number of
residues and the shape of Kratky profiles for polypeptide chains has confirmed that a high-concentration
denaturant solution serves as a good solvent. We found also that, for a conformational ensemble to
reproduce experimental data, the probability that main-chain dihedral angles are in the a—region must be
in the range of 20 to 40%.
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horse cytochrome ¢ (104 7 3/ fig5Jk),

bovine a-lactalbumin (123),

bovine ribonuclease A (124),

hen egg white lysozyme (129),

sperm whale myoglobin (153),

avian sarcoma virus integrase core (162),

dihydrofolate reductase (191),

MutY catalyic domain (225),

triosephosphate isomerase (250),

EcoRI endonuclease (276),

UDP-galactose 4-epimerase (338),

creatine Kinase (379)
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