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MFPERR O EE (337) : Based on expression profiles of Escherichia coli stains which were evolved
under an ethanol stress condition in laboratory, we sequenced the whole genomes and expression
profiles. Though there were no common mutations, we observed a bias of expression changes shared by
the adapted strains. We modeled the dynamics of gene regulatory networks to simulate their adaptation,

and we evaluated the effect of changes in global regulatory genes.
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