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MR R OB (9530) : We construct the ncRNA-protein interaction network and analyze its
large-scale organization as well as the local interaction structure. In addition, an evolutionary
model for bipartite graphs that includes several biological mechanisms is presented. We also
investigate the distribution of molecular functionalities in these networks by using optimization
algorithms. Our findings show that both transcriptional and ncRNA-interactions exhibit
characteristic couplings between network and functionality that deviate from random

expectations, supporting growing evidences for a ncRNA regulatory capability.
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