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Implementation of integrated biochemical network simulator
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W R OMEE (#30) : Understanding of the logic and dynamics of gene-regulatory and
biochemical networks is a major challenge of systems biology. To facilitate this research
topic, we have developed two simulation software packages. The one is a stochastic
biochemical network simulator, and the other is a spatial model simulator. The spatial
model simulator can solve set of partial differential equations, and thus can simulate
reaction-diffusion systems. Our software packages will contribute to provide a

computational platform for systems biology.
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