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Decomposition process of sediment organic matter by predator-prey
relationship between Cap/te//a and bacteria
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FZERR R OMEE (3£30) : This study aims at clarifying the interaction and association between
Capitella sp. | and bacteria on the decomposition of organic matter in the organically enriched
sediment. In the associated system with the Capitella and the bacteria in the organically enriched
sediment, the decomposition of the organic matter may proceed rapidly. It is very likely that the
Capitella works as a promoter of bacteria in the organically enriched sediment, and feeds the
increased bacteria as one of the main foods, while the bacteria decompose the organic matter in the
sediment with the assistance of the Capitella.
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