#=C-19
FEHMREMMEMRARREE
YRk 2 345 A 2 0 HEBITE

HEAES 17102

MEiEE HEFHE B)

22 AR : 2009~2010

SREES 21770116

MEEBEL (IX) MaEtEHEIET ALGNE FD/N— FF— D FESARDILAEERT

WZREERES (¥EX)  Structural basis of polarity protein LGN in complex
with its partner molecules
MERKE
mE B (WEh &&%)
NINKERZR - EEMZAER - ZHWHARE
MEEES : 40515029

WFFER R OBEE (Fn30)

LGN&EZ D 78—k —4y FInsc 8 & 1%, FlAE O W PE 5k oo il 8 12 B /2R Bl 2 fH-> T\ d,
LGN-Insct & KD 45 F- 285 2 SEARRE E 12 S W TSNS T 573D X Rk St i S AT 2 O - 4
YR - BEE AT 28 U 72 LGN D Inscil & fHE 2 & TefEE B L WInsc D LGNFE A 18
A G teEEFEL, KERE B RELHESIL. EEEORBIEAZ)—=0 752170, BAT
72LGN-Insc B A R DORE b a 172, ZOfRE i Z AW TXEREIPT ZBR ATV, 2.84 0 7 AR — L5 fifhE
DT =Xy N EIZR LT,

WFFERCR O (3530)

A complex in which LGN associates with a partner molecule, Insc, plays a crucial role in regulating cell
polarity. To elucidate the interaction between LGN and Insc based on its tertiary structure, we have
been carried out structural studies of LGN-Insc compelx using by X-ray crystallography. Regions of
LGN-Insc interaction as a construct suitable for structural studies were identified and then we
established the preparation of the complex. We performed crystallization trials on the LGN-Insc
complex and obtained crystals suitable for X-ray diffraction after optimization of crystallization
condition. X-ray diffraction data were collected to a resolution of 2.8 A for crystals of the LGN-Insc

complex.
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