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WFZERC RO EE (J30) : Homologous recombination is an important mechanism for genomic
stability. To understand the underlying molecular mechanisms, three—dimensional
structures of RAD52-single—-stranded DNA complexes were solved by X-ray crystallography.
The single—-stranded DNA bound to RAD52 has a characteristic, right—handed helical
structure, with bases exposed to the solvent. This structure appears suitable for the
efficient search of homologous DNA sequences. The present structure provides the first
clear view of how DNA homology search takes place.
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