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O000000D0DOD D Genetic maps of diplospory (D) and parthenogenesis (P) gene loci were
constructed by linkage analysis with AFLP, RAPD and ISSR markers in the heteroploid population
(BCL1) in Chinese chive. Degrees of diplospory and parthenogenesis were evaluated in the
diploid-hyperdiploid population (BC2) produced by the cross between amphimictic diploid and
apomictic hypotriploid BC1 plants. As the results, four plants with low diplospory values and one plant
with relatively high parthenogenesis value were identified. By the Feulgen staining of root tip cells in
the parthenogenetic plant, it was revealed that this plant was a trisomic (2n=17, 2x+1), which indicates
that the P locusis located on the additional chromosome.
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Modes of Inheritance of two apomixis
components, diplospory and
parthenogenesis, in Chinese chive
(Allium ramosum) revealed by analysis of
the segregating population generated by
back-crossing between amphimictic and
apomictic diploids. Breeding Science.
Ooo000d. 62, 2012, 160-169.

ubooobomoooo

O Yamashita, K., Y. Nakazawa, K. Namai,
M. Amagai, H. Tsukazaki, T. Wako, A.
Kojima. Modes of Inheritance of Two
Apomixis Components, Diplospory and
Parthenogenesis, 1in Chinese chive
(Alliun ramosur). 6% International
Symposium on Edible Alliaceae, 2012
050 220000000000000

O J0ooddoooooooooooog
O000ooooooooooooonx
O000000ooOoooooooooon
OO000D0DoOoo0oooooooog 24
000000020120 30 280000
Oo0oo0Doooooooooooooo

O J0o0dDoooooooooooog
O000000ooOoooooooooon
O000000ooOoooooooooon
O00000o0Oooooooo 23000
000020110 30220000000
oooooooo

O J0o0dDoooooooooooog
O000000oOoooOoxDooooo
O000000ooOoooooooooon
0000000 OooooOooo 22000
O00OO20100 30 20000000
oooooooooooo

O J0o0dDoooooooooooog
O000000ooOoooooooooon
DNAOODOOOOODOOOoOOoOooo 210
O0O0O0oOooe0090 902700000



00000000 @oon)

oooooo
(HOoooo

00 0000 YAMASHITA KEN-ICHIROD
00000000000000000000
00000000000000000000
00000000

o000 0O8s0414671



