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WFZER SR OMEEE (Fn0) : AWFZEClL. = U X B Corynebacterium glutamicum @ odhA &15
T mRNA IZxET A 7 > F o A RNA BLR ZHZ . 7 o F & o A RNA FEL R DAt s 85 4
WE LCHHMETHLIONERF LT, £/, BESORRLT T & A RNA OFKFHCER
mRNA DG ICFS SREHEAT O 2 & T MRMBEEAT D LOICHZRT T A RNA ZaXat
THZLENTEXL0O0BF L, 7o F o A RNA BRZOKELZRAT-,

WFZER R-OMEEE (3530) : In this study, effectiveness of antisense RNA expression system
was examined using antisense RNA expression system for odhA mRNA of a coryneform bacterium
Corynebacterium glutamicum. Moreover, effective design of antisense RNA for improving
metabolisms and optimization of antisense RNA expression system were tried by
constructing the antisense RNAs with various length and those based on the secondary
structure of target mRNA.
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