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T HREANT 5H 2 & TUFERIC INOBO A IROMRE L KIBT 5 Z & DS AlRe e B RERE A 1ERK L 72,
ZOKERWTY ) AREWEEMAT LTz & Z A, IN0SO HAEIRDFALEL T ) N ZENEMER & D
MM RFBEANBE SNz, FEEBEAESRSC 7 a~vTF oy o X8 HEER 1 &
INOSO #HA A & oWy, BIm T AR bBlIE SN, ZHIC XV, INOSO HAKIZ L 5
7 NEEEHERIC T D REO — M R STz,

fFZERC R OB (B530) -

To analyze the function of the INO80O chromatin remodeling complex in DNA replication and
in the maintenance of genome stability, we established Degron yeast strains in which Ino80
and Arp8 are inducibly digested. We showed that the impairment of the INO8O complex caused
genome instability. We also showed physiological and genetic interactions of the INO80O
complex with DNA replication factors, chromatin proteins, and nuclear pore complex. These
results are important to reveal molecular mechanisms of the INO80 complex in DNA
replication and the maintenance of genome stability.
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