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FEEERE® (FEX) Linkage mapping and eQTL analysis of candidate resistant gene for
pine wilt disease caused by wood nematode
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WFFERC R OB (530) -

3’-RACE was conducted using previously reported EST information of candidate
resistant gene for pine wood nematode in order to determine 3’-end sequence of the
ESTs. PCR primers were designed and single-genes were screened by sequencing
haploid genome extracted from megagametophyto. Two primers were developed to
amplify single-genes containing SNPs. Expression QTL analysis of pathogen related
genes were conducted. EQTL of chitinase and PR-4 were detected in the same linkage
group of phenotypic resistant trait, suggesting similar regulation factor was related to
these genes and resistance.
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gene Primer sequence
TLP
03_RI-R_389racel agacgacacgaccagcaccttcac
03_RI-R_389race2 actggcacctcccatgaagectcag
unknown
07_RI-SI 040racel ccattgatgaacccactaagccaa
07_RI-SI 040race2 tgccttgataaggaatggaagca
PR-1
07_RI-S1 437racel gacgtcctgggttaatgagaagca
07_RI-SI 437race2 atacctgcgctgaaggacctge
unknown

07_RI-SI_114racel
07_RI-SI.114race2
B -1-3 glucanase
07_RI-SI.291racel
07_RI-SI 291race2
embrio avandant protein
07_SI-RI_130racel
07_SI-RI_130race2

tagtaagcctcaacaacatcca

gcccttagtatcgatggtccagta

gttgggtcaacgacaacattcg
gcaacgaggttttgacaggcac

ttgggaatcgaccaggecttactg
tggcacaaggatatcggacgetg
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gene primer name sequence

B -1-3 glucanase

07RISI291a-f  GACAACATTCGCCCCTTCTA
07RISI291a-r TGACTCAACGGCTACGACAC
07RISI291b-f  AAACATTCAAACCGCAGTCC
07RISI291b-r CTACGCATGGCGTTACATTG
07RISI291c—f  AGAAACATTCAAGCCGCAGT
07RISI291c-r GGCGTTACAAGGCGAAATAA
PR-1
07RISI437a-f GCTCAAGCTCAATGCAACAA
07RISI437a-r TATTGGCAAGCCCTAATCCA
07RISI437b-f TCCTGGGTTAATGAGAAGCAA
07RISI437b-r  GAAATCTAATTCGCTGCCACT
07RISI437¢c-f TCCTGGGTTAATGAGAAGCA
07RISI437¢c-r CCGTATACCGTACCTAAGAACCA
07RISI437d-f TACCTGCGCTGAAGGTAAAG
07RISI437d-r TGCTGTCAACTCTTGCCACT
07RISI437e-f GTCCTGGGTTAATGAGAAGCA
07RISI437e-r TCATTGCATTAAGAATATGTTTGC
embrio avandant protein
07SIRI130a-f TACATACTGGGCAGGGAAGC
07SIRI130a-r TTGGGAAATGACACACCTTG
07SIRI130b-f TACATACTGGGCAGGGAAGC
07SIRI130b-r CCAAAAAGAAATCAAAATTAACCA
07SIRI130c-f CTGGCGGCATGCTTAACACA
07SIRI130c-r TCATGACCCGTGGGCCTTCT
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