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In this study, we attempted to identify genes whose exon usage is modulated in acute
myelogenous leukemia (AML) stem cells. Taking advantage of Affymetrix Exon 1.0ST
arrays, we evinced that 117 genes represent distinct exon usage compared with
hematopoietic stem cells from healthy volunteers. In addition, total 481 transcripts showed
expressional changes in AML stem cells. We also found 16 genes undergo changes in exon
usage along with differentiation of AML-like cell lines. Although we failed to find genes
responsible for leukemogenesis in gene transfer studies, some genes/splicing variants
regulates inflammatory responses.
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