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WFze e RO (3232) : Influenza A viruses have two major viral surface glycoproteins,
hemagglutinin (HA) and neuraminidase (NA), and 16 HA and 9 NA subtypes are
recognized at present. However, highly pathogenic influenza virus for chicken
appears only in H5 and the H7 sub-type. These viruses have multiple basic amino
acids at the cleavage site of the HA. We searched peculiar base sequences that induce
insertion of multiple basic amino acids from Gene data bank. As a result, necessary
common sequences for high pathogenicity, that is, the insertion of the basic amino acid
was found. Moreover, HA genes of non-pathogenic H5 and H6 viruses isolated from
migratory ducks were analyzed. As a result, H5 virus had common sequences, while
H6 virus had not. We will analyze the mutant viruses introduced the common
sequences in the future.
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