%= C-19
FrmREMDEMTRRBSE
Rk 2 34 5 H 31 ABUE

HEEES - 13401

HMEER - HFHAE (B)

22 AR - 2009~2010

EEEES 21790655

MERESL (FIX) | CCRLEFHMEDOENTLE 1 C CEMADIEKR

TFEERREL (EX) ldentification of molecules regulating the development of intestinal
pacemaker cells (1CC) and search for ICC stem cell

MRERRE
$80 #F (HORIGUCHI KAZUHIDE)
BHKE - EFAD - A6
MREES : 20377451

WFZERE RO (F130) : LB FRB IS ~N— A EHII (1 CC) EMEEN DKk 72 A3
FAE L, ZHUIIBIEERES OB E Y (N—2 A= —) flEEZ LN TS, AIFFETIX
FeAEMNCI T 5 1 C CHIBRAMALZ HEE Loy AW PRI 217V MO A D 55
FHAEICOWTRRT D Z &N TE R, SHITBRAEIICBITS 1 CCHEMMNZ, B Y —X
—Z AN T RV FrRAYICHBES 5 HIEOMNLITHI LT,

BFZE R R oM 2L (35 3C) : Interstitial cells of Cajal (ICC), which are located in the
gastrointestinal musculature, are suggested to be pacemaker cells of the gut motility. In
this study we examined the gene expression of ICC precursor cells during the embryonic
stage of mice to clarify the genes associated with the development of ICC. By using DNA
microarray we found some candidate genes including BMP signaling related genes and
TGFB signaling related genes. In addition we established specific isolation of ICC using a

cell sorter.
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