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Developmental roles of the subventricular zone-specific gene in the mammalian brain.
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Mammalian cerebral cortex consists of six layers. Neurons in each layer communicate
with each other and develop the complex networks. Highly sophisticated neuronal
networks are considered to be origins of higher-order brain function in humans.
Mammalian subventricular zone (SVZ) includes progenitor cells which generate
massive amount of neurons during the brain development. In this study, we examined
the expression level of SVZ-specific gene in human and mouse brain and proposed the
microRNA-mediated regulatory mechanism of SVZ-specific gene expression.
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Human Chimpanzee | Mouse homolog | Rat homolog
miRNA homolog miRNA miRNA
miANA
hsa-miR- - mmu-miR- mo-miR-331
330-3p 331-5p

hsa-miR-130b | ptr-miR-297 | mmu-miR-297a | rmo-miR-297
hsa-miR-510 |- -
hsa-miR-1183 |ptr-miR-1183 |-

hsa-miR- -

193a-3p

hsa-miR-639 |- -

hsa-miR-662 |- -

hsa-miR-581 | ptr-miR-581 - -

hsa-miR- ptr-miR-139 | mmu-miR-140 mo-miR-
140-5p 139-5p
hsa-miR-200c | ptr-miR-320b | mmu-miR-33 mo-miR-196b
hsa-miR- ptr-miR-147b | (ptr-miR-669b) | part of

146b-3p may be typo? me-miR-551b
hsa-miR-320 | ptr-miR-320c |- -

hsa-miR-1184 | ptr-miR-1184 |-
hsa-miR-636 | ptr-miR-637 |-

hsa-miR- -

490-3p

hsa-miR-126 | ptr-miR-126 | mmu-miR- mo-miR-
125b-5p 125b-5p

hsa-miR-587 | part of - -

ptr-miR-587
hsa-miR- - mmu-miR- rno-miR-215
361-3p 362-5p

hsa-miR-301b | ptr-miR-765 | mmu-miR-674 | mo-miR-770
hsa-miR-34b | ptr-miR-220b
hsa-miR-148a | pir-miR-1292 | mmu-miR-181a | rmo-miR-20a
hsa-miR-744 | ptr-miR-191 mmu-miR-874 -
hsa-miR-220a | pir-miR- - -

219-2-3p
hsa-miR-766 | - - -
hsa-miR- ptr-miR-423 - -
423-5p
hsa-miR-494 | ptr-miR-495 | mmu-miR-376c | -
hsa-miR-659 | - - -
hsa-miR- pir-miR-21 mmu-miR-191 rno-miR-191
193-5p
hsa-miR-5481 | ptr-miR-1302 | - -
hsa-miR- part of mmu-miR-187 | rmo-miR-187
188-5p ptr-miR-188

hsa-miR-136 | ptr-miR-135b | mmu-miR-135a | rno-miR-135a
hsa-miR-424 | pir-miR-424 mmu-miR-679 rno-miR-425

hsa-miR- pir-miR-758 | mmu-miR-374 | -
885-5p

hsa-miR- ptr-miR-136 | mmu-miR-128 | ro-miR-128
129-3p

hsa-miR-1233 - -

hsa-miR-940 | ptr-miR-940 | - -
hsa-miR-1276 | pir-miR-1276 | - -
hsa-miR- -

199a-5p
hsa-miR-1262 | -
hsa-miR-1304 | ptr-miR-1306
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