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In the low—birth-weight infants who easily develop sepsis by prematurity, we tried to
detect pathogens from blood samples by RT-PCR method. As a result, in septic neonates,
it was indicated that the sensibility of RT-PCR was significantly higher than for blood
culture. On the other hand, in some neonates without infectious signs, bacteria were

detected from blood samples. It was speculated that RT-PCR technique is useful to evaluate

bacteremia caused by bacterial translocation.
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