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WS OB (L) : Porphyromonas gingivalis is an oral anaerobic Gram-negative
bacterium, which is implicated in periodontal pathogenesis. Most of proteolytic activity of
extracellular and cell-surface proteinase are derived from cysteine proteinase named
gingipains. We found a novel protein secretion system in bacteria of the phylum
Bacteroidetes, which is responsible for secretion of virulence factors such as gingipain
proteinases produced from the periodontal pathogen Porphyromonas gingivalis and is
linked to bacteroidete gliding motility that is distinct from other well-studied forms of
bacterial movement.
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