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L0 DD T ERIREE T,

R R OBEE (30) : In the present

study, we examined the relationship between Wnt

signaling and epigenetic alteration of the secreted frizzled-related protein (SFRP) genes

in OSCC. Our results confirm the frequent methylation and silencing of SFRP genes in

OSCC, and suggest that their loss of function contributes to activation of Wnt signaling that

leads to cell proliferation during oral carcinogenesis.
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Table T. Sequences of the primers used in this study and the expected product sizes.
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Mutation
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Table I1. Summary of B-catenin staining and geneticlepigenetic analysis of Wat-related genes in OSCC cell lines.
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Table TI1. SFRP methylation and clinicopathological features in primary OSCC.

0060 0526 P00 pe0145

0 0 0
p=1000 pe1.000 p=1.000 p=1000

Stage

p=1000 pe02312 P02 p=0062

p0378 0684 p0.93 0365

Smoking

P02 0336 p0.591 p=0763

p=1000 pe1.000 p0413 P08

*Total sample umber s 42 for SFRP . Totsl sample nurmberis 43 for SFRES
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